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Abstract: The adhesive properties of amyloid fibers are thought to play a crucial role in various
negative and positive aggregation processes, the study of which might help in their understanding
and control. Amyloids have been prepared from two proteins, lysozyme and β-lactoglobulin, as well
as an Exendin-4 derivative miniprotein (E5). Thermal treatment was applied to form amyloids and
their structure was verified by thioflavin T (ThT), 8-Anilino-1-naphthalenesulfonic acid (ANS) dye
tests and electronic circular dichroism spectroscopy (ECD). Adsorption properties of the native and
amyloid forms of the three proteins were investigated and compared using the mass-sensitive quartz
crystal microbalance (QCM) technique. Due to the possible electrostatic and hydrophobic interactions,
similar adsorbed amounts were found for the native or amyloid forms, while the structures of the
adsorbed layers differed significantly. Native proteins formed smooth and dense adsorption layers.
On the contrary, a viscoelastic, highly loose layer was formed in the presence of the amyloid forms,
shown by increased motional resistance values determined by the QCM technique and also indicated
by atomic force microscopy (AFM) and wettability measurements. The elongated structure and
increased hydrophobicity of amyloids might contribute to this kind of aggregation.

Keywords: protein adsorption; amyloids; QCM technique; wettability; AFM imaging

1. Introduction

Amyloid fibers, referred to as fibrillar proteins or peptide aggregates with a highly
organized cross-β structure, were originally regarded as misfolded products that lead to
human disorders, including neurodegenerative diseases, diabetes, and amyloidosis. In
these so-called amyloid-associated or deposition diseases, insoluble amyloid aggregates
are deposited extra- or intracellularly in tissues and organs. In all cases, aggregation is
attributed to the misfolding of a specific protein.

However, during the last decade, increasing evidence has suggested that amyloid fibers
exert multiple positive functional roles in processes occurring in the human body and smaller
organisms [1–3], such as information transport and signaling or biofilm formation [4,5].
They are involved in the storage of human peptide hormones in amyloid granule form [6],
the surface adhesion modulation in case of bacteria and algae (Taglialegna et al., 2016) [7]
or forming chemically robust adhesive structures in fungi that are suggested for surface
functionalization in biosensing applications [8]. Investigation of various functional amyloids,
especially into how toxicity is avoided, may provide insights into the prevention of amyloid
toxicity in amyloidosis [9].

These examples—among others—draw attention to the importance of understanding
the adhesive properties of amyloids. Adsorption of a dissolved component at solid/liquid
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interface can be qualitatively/quantitatively characterized by several complementary an-
alytical techniques, such as atomic force microscopy (AFM) [10], total internal reflection
fluorescence microscope (TIRF) [11,12], in situ label-free optical techniques [13–15], po-
larization modulation–infrared reflection–adsorption spectroscopy (PM-IRRAS) [16] and
quartz crystal microbalance (QCM) [17,18].

The QCM method, due to its high mass sensitivity and the possibility of in situ observa-
tion of the process, is widely used [19,20] in the field of proteins. It can be applied effectively
for real-time monitoring of changes in thin films and measurements of adsorption and
desorption of molecular layers, as well as for measurements of self-assembling monolayers.
The method can be used to monitor the swelling and cross-linking of polymers in the liquid
phase [21–24] or evaluate cell membrane-polymer interactions [25,26]. QCM has also been
utilized in the study of protein amyloid formation. The investigation of fibril formation
of Ure2p and glucagon [27,28] or degradation, as well as inhibition of amylin aggregates,
could be followed with the aid of functionalized sensor surfaces [29,30]. The amyloid β

protein, prone to forming neurotoxic assemblies, is also a subject of numerous studies
using QCM. The detection of its oligomers is an important step in the early diagnostics of
Alzheimer’s disease [31,32].

The focus of the present work is the comparative study of the adhesive behavior of
native and amyloid forms of proteins. Globular proteins, lysozyme, β-lactoglobulin and an
Exendin-4 derivative miniprotein (E5) were used as models representing various molecular
sizes and compositions but having the common tendency to form amyloids. The effects of
concentration and pH on the adsorption of the proteins onto QCM crystal surfaces were
studied. The optimum conditions for the preparation of amyloid fibrillar structures were
defined with the aid of fluorescence spectroscopy, circular dichroism spectroscopy and
atomic force microscopy. To shed some light on the structural changes happening in the
adsorption layer, the mass change was extracted from the contribution of the viscoelasticity
of the layer in the interpretation of QCM results. The adsorption studies were completed
by morphological characterization of the adsorbed layers by wettability and AFM studies.

2. Results and Discussion
2.1. Characterization of the Amyloid Formation
2.1.1. Electronic Circular Dichroism Spectroscopy (ECD) Studies of the Protein Structure

Conformational changes of lysozyme were examined by ECD spectroscopy in the
far-UV region. During the thermal treatment, a significant change can be detected in the
globular protein’s structure (Figure 1). The native protein has a positive band at around
191 nm, a negative band at 207 nm and a wide negative band between 218–230 nm, which
is characteristic of the well-folded protein with high α-helical content. This was confirmed
by the BeStSel method [33] suitable for determining the individual components of the
secondary structure; the native structure was 59% α-helix, see Table S1. The spectra indicate
a significant change in the structure after 2 h incubation. With further heat treatment up
to 7 h, the positive and negative peaks shifted to 187 nm and 204 nm, respectively, and
mixed structures were observed (Table S1), which is consistent with previous literature
results [34].

The structural change during amyloid formation for β-lactoglobulin is shown in
Figure 2. In the initial, native structure of β-lactoglobulin, the proportion of β-sheet
secondary structural element is high, (about 20%-shown in Table S1), represented by the
positive band at around 194 nm and negative band at around 216 nm. Nevertheless, a
change in the shape of the spectrum can be observed during thermal treatment. The
positive and negative peaks in the ECD spectrum shifted, which is consistent with previous
literature results [35]. After 2 h the change is significant, while a gradual further shift is
observed for samples after 4 and 7 h of incubation. Although the quantitative analysis of
the ECD spectra (Table S1) does not clearly prove the occurrence of amyloid formation due
to the simultaneous presence of mixed structures.
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Figure 1. Far-UV electronic circular dichroism spectroscopy (ECD) spectra of lysozyme after 0 h
(dashed line), 2 h (light grey), 4 h (grey) and 7 h (black) incubation.

Figure 2. Far-UV ECD spectra of β-lactoglobulin after 0 h (dashed line), 2 h (light grey), 4 h (grey)
and 7 h (black) of incubation.

The Exendin-4 derivativeminiprotein (E5) [36] is an ideal model to study the amyloid
formation with ECD spectroscopy because native and amyloid forms have very different
spectra [37]. Due to its small size (only 25 amino acids) and the low number of secondary
structural elements, an ECD spectrum characteristic of an unmixed structure can be de-
tected, which was confirmed by the quantitative analysis (Table S1). In the case of the native
form the spectrum has the classic features characteristic of an α-helix (positive-negative
band pair at ~190 nm and ~205 nm and a negative band at 222 nm), because of the α-helix
content is high (70%) while in the amyloid state the positive-negative band pair appears at
205 nm and 220 nm. After 72 h of incubation time (Figure 3) the amyloid formation was
complete (the β-sheet content is high, about 86%-see Table S1)).

2.1.2. Thioflavin T (ThT) Fluorescence Test

The ThT test is one of the most frequently applied methods to detect amyloid structures,
since their fluorescent properties are altered in the presence of such fibrils. As the dye
binds to the β-sheets of the amyloid, the fluorescence emission intensity is enhanced, while
the wavelength of the emission peak suffers a considerable redshift (482 nm compared to
free ThT’s 427 nm). In an amyloid-containing medium, excitation takes place at 450 nm, at
which point the excitation peak may play a role in lowering the emission of the free dye via
the quenching effect [38,39]. The suspected reason for these changes is the immobilization
of benzylamine and benzathiol rings within the molecule. In solution, the two rings can
rotate freely around the carbon-carbon bond connecting them, resulting in quenching of
excited states. Contrarily, when bound to amyloid fibrils this rotation is blocked, resulting
in maintained excitation, thus enhancing emission [40,41].
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Figure 3. Far-UV ECD spectra of the Exendin-4 derivative miniprotein (E5) after 0 h (dashed line),
7 h (light grey), 24 h (grey), 72 h (black) incubation.

During the amyloid formation, ThT was applied as an indicator of the protein struc-
tural change by measuring the sample fluorescent intensity. The fluorescence peak area
of lysozyme and β-lactoglobulin are shown in Figure 4a,b as a function of incubation
time. The fluorescence intensity increases with time for both proteins, but the increase is
more pronounced for lysozyme. These observations suggest structural changes and fibril
formation during the reaction. However, in the case of lysozyme, the fluorescence intensity
change is monotone, while two ranges are seen for β-lactoglobulin. In the latter case, the
intensity starts increasing after 3 h of thermal treatment.

Figure 4. Fluorescence intensity (in water Raman units) of thioflavin T (ThT) with lysozyme (a) and
β-lactoglobulin (b) samples as a function of thermal treatment time. The error bars represent the 95%
confidence intervals. (Line is just to lead the eye).

Contrary to lysozyme and β-lactoglobulin the interaction of ThT with the amyloid of
E5 miniprotein did not lead to increased fluorescence. This ThT silent behavior of E5 has
been previously reported [37].

2.1.3. 8-Anilino-1-Naphthalenesulfonic Acid (ANS) Fluorescence Test

ANS is a small-molecule extrinsic fluorophore that emits a strong fluorescence signal
when located in a hydrophobic environment, accompanied by a blue shift from 515 nm to
480 nm [42]. It is extensively used to demonstrate the protein-folding intermediates, mainly
amyloid fibers [43], and to identify hydrophobic patches on the protein surface.

Surface hydrophobicity of water-soluble proteins at 25 ◦C is generally low because,
in folded globular proteins, hydrophobic residues are located inside the tightly folded
structure. The heat treatment leading to the formation of amyloid fibers results in a
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significant change in the folding, and therefore the surface polarity. The influence of this
structural change on the ANS binding is detected as changes in fluorescence intensity in
Figure 5a,b for lysozyme and β-lactoglobulin. The fluorescence intensity of both proteins
following the 7 h thermal treatment is significantly increased compared to that of their
native form, supporting amyloid formation. At three ANS concentrations, the fluorescence
intensity was also studied as a function of protein concentration (Figure S1). A notable
increase in fluorescence intensity for both proteins can be observed when higher amounts
of ANS are applied, and also increases with protein concentration.

Figure 5. Fluorescence intensity of 8-Anilino-1-naphthalenesulfonic acid (ANS) in the presence of
lysozyme (a), β-lactoglobulin (b) and E5 (c). Native proteins are indicated with dashed line and
amyloid forms with a solid line. The concentration of ANS was 5 mM, lysozyme and β-lactoglobulin
were 1.0 g/L and E5 was 0.59 g/L.

The emission of ANS in the presence of E5, however, did not show intensification
following heat treatment induced amyloid formation (Figure 5c). It can be observed
however that the peak for the native E5 is at 486 nm, while the amyloid’s is at 463 nm. That
blue shift of the maximum emission of ANS is a sign that the dye binds to the hydrophobic
protein [44].

Despite the lack of increased fluorescent intensity, this blue shift hints at some confor-
mational change occurring in accordance with the increased amount of β-sheet detected
by ECD. A possible explanation can be that the given size of hydrophobic patches on the
amyloid fiber surface required for significant enhancement of ANS fluorescence [44] is not
available due to the small number (4) of hydrophobic amino acids in E5 [45,46].

2.1.4. Atomic Force Microscopy (AFM) of Amyloid Fibers

The structural elements of protein solutions in the nm range were investigated visually
by AFM. Protein samples were deposited onto freshly cleaved mica surfaces and measured
in dry form in air.

No structural objects could be detected in the images obtained from initial protein
solutions of lysozyme, β-lactoglobulin and E5. Similarly, no, or very few, particles or
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filaments were observed after the first hours of heat treatment of protein solutions. The
7 h heat treatment of lysozyme and β-lactoglobulin solutions, however, resulted in well-
developed fibers as the AFM images showed. A comparably large number of fibers were
found in the E5 solution after 72 h of incubation. The amyloid formation of the three
proteins is illustrated in Figure 6. Cross-section profiles at three selected positions of each
image are also displayed to allow the determination of the thickness of the amyloid fibers.

Figure 6. Atomic force microscopy (AFM) images of protein amyloid fibers obtained after heat
treatment of lysozyme (a) and β-lactoglobulin (b) for 7 h and E5 (c) solution for 72 h with cross-
section profiles at three selected positions (1, 2, 3) in each image.

Typically, long fibers (micrometer range) were observed with a diameter in the range
of 3–5 nm. The detailed results of the image analysis are summarized in Table S2.

Despite the inconclusive results of the ThT and ANS tests, it was found that the E5
miniprotein also forms long, well-developed fibers following incubation under given pH
and temperature conditions. The β-rich structure of these amyloids is clearly proven by



Int. J. Mol. Sci. 2022, 23, 13219 7 of 21

ECD. Based on the above results, 7 h of incubation for lysozyme and β-lactoglobulin and
72 h for E5 were selected for the preparation of amyloids used in the further experiments.

2.1.5. Zeta Potential

Electrostatic forces may play an important role in the protein adsorption on the gold
surface. Therefore, zeta potential measurements were performed to gain information
about the protein charges. Zeta potential values summarized in Table 1 of the lysozyme
and β-lactoglobulin change according to the expectation with the different pH conditions.
Lysozyme is positively charged below its isoelectric point (i.e.p., pH = 11.1) and more highly
charged at pH 2. The i.e.p. of β-lactoglobulin is 5.4; hence, the zeta-potential is positive
at pH 2, but negative at pH 7. The zeta-potential values are similar to those obtained
previously for lysozyme [47] and β-lactoglobulin [48] as well.

Table 1. Zeta-potential (ζ) of lysozyme and β-lactoglobulin as well as its amyloid forms determined
at pH 2 and pH 7.

Protein
ζ/mV

pH = 2.0 pH = 7.0

Native lysozyme 29.1 ± 2.2 4.1 ± 0.7
Lysozyme amyloid 48.3 ± 2.2 26.4 ± 0.2

Native β-lactoglobulin 17.5 ± 5.2 −26.9 ± 1.3
β-lactoglobulin amyloid 52.5 ± 2.7 −26.8 ± 0.7

The charging character of amyloids shows the same tendency as the native proteins.
Although the values are higher in some cases, the sign corresponds to the positive or
negative character of the native proteins observed under acidic and neutral conditions. The
highly increased positive zeta potential of lysozyme amyloid at pH 2 is the same as that
reported recently (48.7 mV) [49,50]. The zeta potential of lysozyme amyloid is decreased,
but still positive at pH 7.

β-lactoglobulin amyloid is characterized by a high positive zeta potential at pH 2,
which changes to a significant negative value at pH 7. Similar behavior was found for
β-lactoglobulin fibers by Peng et al. [51].

The zeta potential of E5 in its native form was obtained as (16.2 ± 0.9) mV, while
that of the amyloid form is (10.5 ± 0.1) mV, determined at pH 4.1, which was used for
further investigations.

2.2. Protein Adsorption on Gold Surface
2.2.1. Quartz Crystal Microbalance (QCM) Studies of Adsorption

Adsorption of proteins and amyloids onto the gold surface was investigated using
the QCM technique. The concentrations of protein solutions were increased step by step
from 0.001 to 1 g/L in 10-fold increments. The frequency and resistance changes were
simultaneously detected; a typical curve is demonstrated in Figure 7. Each adsorption
process was continued until a steady state was reached and was followed by a rinsing
period as long as the frequency was stabilized.

Frequency change (∆f ) and change of motional resistance (∆R) of the QCM crystal with
the adsorbed protein layer are compared for two pH values of the adsorption. Applying
different pH conditions is a way to modify the polarity of the gold surface of the QCM
crystal and the charge character of the protein and allow the estimation of the contribution
of electrostatic interaction to protein/amyloid binding. Jachimska et al. have investigated
the surface polarity (zeta potential) of the gold QCM sensor as a function of pH [48]. Their
study showed that the i.e.p. of the gold surface is 3.4. We selected pH 2 and 7 to study the
protein adsorption where gold is cationic or anionic, respectively. Lysozyme is cationic at
both pH values (i.e.p., pH = 11.1), while β-lactoglobulin and E5 with i.e.p.s in the mild
acidic range (i.e.p., pH = 5.4 and 4.8, respectively) change their charge character by varying
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the pH from 2 to 7. QCM measurements with E5 were performed at pH 4.1 due to the
optimum amyloid formation at that pH.

Figure 7. Changes in the resonance frequency (∆f, black line) and resonance resistance (∆R, blue
line) of the quartz crystal microbalance (QCM) crystal over time (t). Both parameters are 0 for a pure
crystal in contact with air. In step 1, the baseline is obtained with water. In steps 2, 4 and 6, protein
solutions of increasing concentration are in contact with the crystal (c2 = 10c1, c3 = 100c1). In steps 3, 5
and 7, the crystal surface is rinsed with water.

The frequency and resistance changes measured during the adsorption of proteins and
their amyloids are summarized in Tables 2–4 for lysozyme, β-lactoglobulin and E5, respectively.

Table 2. Frequency (∆f ) and resistance changes (∆R) determined by QCM measurement during
adsorption of lysozyme at various concentrations and pHs.

pH Lysozyme c/g/L ∆f /Hz ∆R/Ω

2.0

NATIVE

0.001 0.00 ± 0.05 1.00 ± 0.10
0.01 0.00 ± 0.07 1.00 ± 0.15
0.1 −2.00 ± 0.32 1.00 ± 0.12
1 −4.50 ± 0.50 0.50 ± 0.06

AMYLOID

0.001 0.00 ± 0.06 0.00 ± 0.05
0.01 −4.00 ± 0.42 0.50 ± 0.07
0.1 −6.50 ± 0.71 1.00 ± 0.11
1 −9.30 ± 1.10 1.00 ± 0.13

7.0

NATIVE

0.001 −9.50 ± 1.05 1.00 ± 0.08
0.01 −12.33 ± 1.33 1.00 ± 0.12
0.1 −18.00 ± 1.80 1.30 ± 0.15
1 −28.00 ± 2.10 2.30 ± 0.20

AMYLOID

0.001 −9.00 ± 0.97 0.00 ± 0.04
0.01 −15.50 ± 1.25 1.00 ± 0.95
0.1 −19.67 ± 1.74 1.67 ± 0.14
1 −24.00 ± 2.05 5.00 ± 0.49
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Table 3. Frequency change (∆f ) and resistance change (∆R) determined by QCM measurement during
adsorption of β-lactoglobulin at various concentrations and pHs.

pH β-Lactoglobulin c/g/L ∆f /Hz ∆R/Ω

2.0

NATIVE

0.001 −2.00 ± 0.25 1.00 ± 0.07
0.01 −4.00 ± 0.53 1.00 ± 0.08
0.1 −9.00 ± 0.95 2.00 ± 0.25
1 −13.50 ± 1.21 2.00 ± 0.19

AMYLOID

0.001 −1.00 ± 0.09 0.00 ± 0.04
0.01 −7.00 ± 0.80 1.00 ± 0.09
0.1 −10.33 ± 1.10 9.00 ± 0.99
1 −10.00 ±1.02 15.00 ± 1.65

7.0

NATIVE

0.001 −7.00 ± 0.75 1.00 ± 0.10
0.01 −17.00 ± 1.64 0.00 ± 0.07
0.1 −37.00 ± 4.10 11.00 ± 1.52
1 −20.00 ± 1.83 8.00 ± 1.26

AMYLOID

0.001 −7.00 ± 0.78 1.00 ± 0.09
0.01 −12.75 ± 1.30 1.00 ± 0.10
0.1 −17.00 ± 1.60 2.30 ± 0.19
1 −20.00 ± 1.81 10.00 ± 0.91

Table 4. Frequency change (∆f ) and resistance change (∆R) determined in QCM measurement during
adsorption of E5 miniprotein at various concentrations.

pH E5 c/g/L ∆f /Hz ∆R/Ω

4.1

NATIVE
0.001 −2.00 ± 0.18 0.00 ± 0.03
0.01 −5.00 ± 0.45 1.00 ± 0.11
0.1 −14.00 ± 1.34 2.00 ± 0.18

AMYLOID
0.001 −4.00 ± 0.42 1.00 ± 0.12
0.01 −7.00 ± 0.83 2.00 ± 0.21
0.1 −13.00 ± 1.33 4.00 ± 0.47

The decrease in frequency is proportional to the increased mass of the crystal due to
protein adsorption. It is important to note that ∆f values characterize the tightly adsorbed
mass in our case, since the values were determined after definite rinsing periods where
the viscosity and density contributions of the medium are the same before and after
the deposition. The Sauerbrey model describes the change in resonance frequency as a
result of added mass uniformly distributed on the surface forming an elastic (rigid) layer.
The motional resistance, R, detected simultaneously, is a clear indicator of whether this
condition is fulfilled or not. It is closely related to the energy dissipation of the oscillating
crystal surface and provides insights into a film’s viscoelastic properties. High R values
are recorded when a “soft” film is formed. The viscoelastic contribution is estimated to
be important once ∆R > 3 Ω, in accordance with previous experiences where the ratio of
motional resistance to frequency change is given as a limiting value of 0.24 Ω/Hz [52].
Considering the values collected in Tables 2–4, the formation of a rigid film can be supposed
in most cases and hence, the adsorbed amount of protein could be obtained using the
Sauerbrey equation. These adsorbed amount data are presented in Table S3. However, in
some cases, high R values (in bold) were observed, indicating considerable viscoelasticity
of the surface layer, preventing the determination of the adsorbed mass in the previous
way. This property is mainly characteristic of β-lactoglobulin at high concentrations.

The frequency values show that there is definite adsorption of native lysozyme onto
the gold surface, which increases with the protein concentration (Table 2). The adsorbed
amount obtained is substantially higher at pH 7 compared to the case of pH 2 where
adsorption could only be detected at concentrations of 0.1 g/L and above. This relation
can be explained by electrostatic interactions which are favorable at pH 7 where the charge
character of lysozyme and the solid surface are opposite.
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The adsorption of lysozyme amyloid presents a similar behavior. Adsorption increases
with concentration and higher values are determined under neutral conditions than in the
acidic medium. This is in agreement with the zeta potential of amyloids (Table 1) presenting
higher values but with the same sign as the native protein. This supports the importance of
electrostatic interactions in the adsorption of lysozyme and its amyloid.

The frequency changes show noticeable adsorption of β-lactoglobulin onto the gold
surface (Table 3). The adsorbed amounts are detectable even at the lowest concentration
and further increase with the protein concentration in the medium for both native and
amyloid forms. At pH 7, adsorption is promoted more than in acidic conditions reflected
by the frequency values. Considering the electrostatic interaction derived from the zeta
potential of the gold surface and the protein, this seems to be surprising. β-lactoglobulin is
cationic at pH 2 and anionic at pH 7; therefore, its zeta potential has the same sign as the
gold surface at both pHs. Given these facts, the main driving force of adsorption might not
be the electrostatic interaction, since the measured values of the adsorbed quantities are in
the opposite relation to what could be assumed based on charge relations. On the other
hand, to evaluate the possible electrostatic interactions operating in protein adsorption, it
has to be taken into account that zeta potential is just an overall parameter that does not
reveal the charge distribution on the molecular surface. Therefore, electrostatic attraction
cannot be excluded between the sensor surface and some parts of the protein leading to
significant adsorption supposing the appropriate orientation of the protein.

In addition to that, hydrophobic interaction can also participate in the bonding, espe-
cially in the case of β-lactoglobulin, which is rich in hydrophobic amino acid sequences [53],
and that structural feature results in possibly extended hydrophobic surface domains in
the amyloid form as the increased ANS binding showed.

The E5 miniprotein also showed a significant change in the measured frequency during
adsorption. The zeta potential of E5 in its native form is (16.2 ± 0.9) mV and that of the
amyloid form is (10.5 ± 0.1) mV; therefore, it can be stated that the peptide is charged
oppositely to the crystal surface at the applied pH 4.1 in both states. There is a definite
affinity of E5 to the gold surface as the adsorbed amounts are in the same range as was
obtained for β-lactoglobulin or lysozyme in spite of its much smaller molecular weight.
Referring to its chemical composition, E5 is a rather hydrophilic protein. This means that
electrostatic interactions play a dominant role in its adsorption onto the surface of gold.

The calculated surface concentrations of the adsorbed protein and the amyloids are dis-
played in Figure 8, allowing the direct comparison of the various proteins at different pHs.

Figure 8. Adsorbed amount, m (mg/m2), of each protein (a) and its amyloid form (b) on QCM crystal
surface measured at pH 2 (unfilled symbol) and 7 (filled symbol) at various concentrations. The arrows
with the bracketed data points indicate where the determined adsorbed amount is underestimated.

The adsorbed amounts, calculated using the Sauerbrey model, that are influenced
by the viscoelasticity of the layer (in brackets) are distinguished from the rest of the data.
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In these cases, high motional resistances were detected; therefore, the calculated surface
concentrations are not realistic. According to a detailed analysis of soft films in liquids,
the apparent mass as derived with the Sauerbrey equation is smaller than the film’s actual
mass [54,55]. Voinova et al. call this the “missing-mass effect” [56]. These apparent masses
are also displayed in Figure 8, with the arrows referring to the fact that those mass values
are underestimated. As can be seen, the formation of soft layers mainly happens in the case
of amyloid adsorption at higher concentrations (Figure 8b). In the case of native proteins,
the adsorption layer with considerable viscoelasticity is obtained only from β-lactoglobulin
under neutral conditions at a high concentration, possibly due to its aggregation.

2.2.2. Wettability of the Adsorbed Surfaces

Wettability measurements were performed on the QCM crystal surface following
the native and amyloid protein adsorption. Advancing and receding contact angles of
water were determined. The contact angles are in the range of 50–80 degrees, including
the bare gold surface of the QCM crystal. The hysteresis (∆Θ), which is the difference
between the advancing and receding angles, represents the surface heterogeneity. ∆Θ of
20 degrees measured on gold surface is reasonable; since the crystal surface is not smooth,
gold surfaces prepared by physical vapor deposition (PVD) have a roughness of about
1 nm [54,55]. Even higher hysteresis values were observed for crystal surfaces carrying
the adsorbed amyloid layers, which refer to the irregular rough structure of the layer.
Contact angle hysteresis and motional resistance values (∆R) determined during the QCM
measurements are displayed together in Figure 9. It is interesting to see that these values
show a significant correlation. That means that systems with highly viscoelastic protein
films, where the adsorbed amyloid fibers probably form a loose network-like structure,
correspond to the surfaces presenting high roughness.

Figure 9. Water contact angle hysteresis (∆Θ, red) on QCM crystal (Au) and with adsorbed protein
layers on it as well as the motional resistance (∆R, blue) of the corresponding crystal in QCM
measurement. ∆R = 3 Ω value is indicated in dashed line.

2.2.3. AFM Investigation of the Adsorbed Surfaces

AFM images were obtained from the QCM crystal surfaces after the adsorption of native
proteins or their amyloid. The surface of the pure gold-coated crystal is displayed with some
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characteristic cross-section profiles as a reference in Figure 10. The vapor-deposited gold
coating proved to be a rough surface, with a roughness in the range of 3–5 nm.

Figure 10. AFM image of the unmodified gold QCM sensor surface and line profiles at three selected
positions (1 (black), 2 (red), 3 (blue)).

The adsorption layers of native lysozyme (Figure 11a) and β-lactoglobulin at pH 2
(Figure 12a) were found to be rather uniform, not differing significantly from the pure gold
surface. Only the overall roughness increased to a small degree.

Figure 11. AFM topographic images of QCM sensor crystal surfaces after protein adsorption mea-
surement. (a) native lysozyme at pH 2.0; (b) native lysozyme at pH 7.0; (c) lysozyme amyloid at
pH 2.0; (d) lysozyme amyloid at pH 7.0. Line profiles at three selected positions (1 (black), 2 (red),
3 (blue)) are presented.
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Figure 12. AFM topographic images of QCM sensor crystal surfaces after protein adsorption mea-
surement. (a) native β-lactoglobulin at pH 2.0; (b) native β-lactoglobulin at pH 7.0; (c) β-lactoglobulin
amyloid at pH 2.0; (d) β-lactoglobulin amyloid at pH 7.0. Line profiles at three selected positions
(1 (black), 2 (red), 3 (blue)) are presented.

The surface morphology of the adsorbed layer in the case of native lysozyme (Figure 11b)
and β-lactoglobulin at pH 7 (Figure 12b) also seems to be similarly uniform, except for the
appearance of a few small aggregates.

In the case of lysozyme amyloid adsorption at pH 2 (Figure 11c), several individuals
or bundled fibers could be observed. The higher amount of lysozyme amyloid adsorbed at
pH 7 shows a tangled, network-like structure (Figure 11d). The cross-section profiles show
structural elements in the vertical range of 20–30 nm.

The adsorption of β-lactoglobulin amyloid leads to increased roughness of the surface
due to the adhesion of fibers (Figure 12c). Their surface density seems to be lower when
adsorption occurs at pH 2, while a highly dense, crosslinked layer was formed at pH 7
(Figure 12d).

Similar but smaller differences were obtained in the case of E5 adsorption, comparing
the native and amyloid covered surfaces (Figure 13). The surface morphology is quite even
in the former case, but short fibers could be observed in the case of amyloid adsorption.

The above observation allows the conclusion that amyloid fibers holding notable
surface hydrophobicity (supported by the ANS test) tend to adhere to the substrate and
each other, as well as forming a thick layer with a tangled structure. These layers behave as
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viscoelastic films in the hydrated form as the high motional resistance indicates in QCM
measurements. This behavior is more pronounced in the case where the adsorption is
preferred, and the fibers are long.

Figure 13. AFM topography images of QCM sensor crystal surfaces after adsorption of native E5 (a)
and E5 amyloid (b). Line profiles at three selected positions (1 (black), 2 (red), 3 (blue)) are presented.

3. Materials and Methods
3.1. Materials

Hen egg white lysozyme (>95%) was purchased from VWR International Kft. (De-
brecen, Hungary), β-lactoglobulin AB (>90%) was obtained from Sigma-Aldrich Kft. (Bu-
dapest, Hungary). Exendin-4 (or Exenatide) derivative miniprotein (EEEAVRLYIQWLKEG-
GPSSGRPPPS) (a marketed drug for type-2 diabetes mellitus, E5) was produced by bacterial
expression using the previously described protocol [57]. Specific parameters of the proteins
were summarized in Tables 5 and S1.

Table 5. Molecular properties of applied proteins. * [58].

Protein M/ g
mol Number of AA Size of Molecule/nm Number of S-S Bridges i.e.p./pH

Lysozyme * 14,300 129 4.5 × 3 × 3 4 10.7–11.1
β-lactoglobulin * 18,400 162 3.6 × 7 2 5.4

E5 2783 25 - - 4.8

Thioflavin T (C17H19ClN2S, M = 316.86 g/mol, >98% purity; ThT) and 8-Anilino-1-
naphthalenesulfonic acid (C16H13NO3S, M = 299.35 g/mol, >98% purity; ANS) dyes were
obtained from Sigma-Aldrich Kft. (Budapest, Hungary). Their structures are shown in
Figure 14.
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Figure 14. Chemical structure of ThT (A) and ANS (B) fluorescence dyes.

The stock solution of ThT was prepared by dissolving 4 mg of solid ThT in 5 mL
phosphate buffer. The solution was filtered through a 0.2 µm regenerated cellulose (RC)
membrane, then its final concentration was determined spectrophotometrically (ThT has an
absorption peak at 412 nm with a molar absorption coefficient of 36,000 M−1cm−1) The filtered
stock solution was freshly diluted to 50 µM with buffer before the fluorescence measurements.

The medium of the fluorescence measurements was 0.01 M phosphate buffer pH = 7
containing 0.01 M potassium dihydrogen phosphate, 0.01 M disodium hydrogen phosphate
and 0.15 M sodium chloride solutions. All chemicals were purchased from Sigma Aldrich
Kft., Budapest, Hungary and their purities were >98%.

Sodium phosphate buffer (pH = 7.4) was used to obtain the ANS working solutions
with concentrations of 5 and 2.5 mM.

Double-distilled water checked by its electrical conductance (<5 mS) and surface
tension (72.0 mN/m at (25.0 ± 0.5) ◦C) was applied for the experiments.

The pHs of the protein solutions were adjusted by hydrogen chloride (a.r., VWR
International Kft., Debrecen, Hungary; HCl) and sodium hydroxide (a.r., VWR International
Kft., Debrecen, Hungary; NaOH) solutions. Sodium chloride was also used during zeta
potential measurements.

The QCM gold crystal sensors were washed with a 1:1:5 mixture of ammonia (25%
aqueous solution, analytical grade, Molar Chemicals Kft., Halásztelek, Hungary), hydrogen
peroxide (30% aqueous solution, analytical grade, Molar Chemicals Kft., Halásztelek,
Hungary) and distilled water at 70 ◦C for 10 min, followed by treatment in an air plasma
chamber (30 W, 0.2 mbar) for 10 min.

A 2% solution of the Deconex 20 NS (VWR International Kft., Debrecen, Hungary)
was applied for cleaning the head of the QCM flow cell.

3.2. Preparation of Amyloids

Thermal treatment was applied to obtain amyloid structures from the given protein.
Aqueous solutions of lysozyme (20 g/L) and β-lactoglobulin (2 g/L) with pH set to 2 were
incubated at 90 ◦C for 1–48 h. Amyloids obtained after 7 h of incubation were selected for
further experiments.

Amyloid of E5 was prepared by incubation of its aqueous solution with a concentration
of 250 mM and pH set to 4.1 at 37 ◦C for 72 h.

3.3. Quartz Crystal Microbalance (QCM)

Protein and amyloid adsorption were studied using quartz crystal microbalance
equipment (QCM200, Stanford Research Systems, Sunnyvale, CA, USA) on gold-covered
sensor crystal surfaces. AT-cut quartz crystals were used, providing great mass sensitivity
and a low temperature coefficient around room temperature.

The technique is based on the inverse piezoelectric effect. The fundamental frequency
(f 0) is determined by the crystal sheet’s LK thickness and the vtr transverse velocity of sound
in the crystal (which is the function of its ρq density and µq elastic modulus):

f0 =
vtr

2·Lk
(1)
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To interpret the operation of QCM, it is essential to assume that the transverse sound
velocity vtr is the same in the deposited layer as in the quartz crystal. A change in the
thickness of the quartz crystal implies a change in the frequency (∆f ) that can be measured
with high accuracy. That change can also be clearly related to the change in mass (∆m)
uniformly distributed on the active surface described by the Sauerbrey equation [59]:

∆ fm = −
2· f 2

0√
µq·ρq

·∆mA = −C f ·∆mA (2)

where C f is the integral sensitivity or device constant, comprising ρq density and µq elastic
modulus of quartz and f 0 fundamental frequency of the crystal.

The vibration of a crystal also depends on the surrounding medium. The frequency of
vibration decreases with increased density and viscosity of the liquid when the crystal is
immersed in liquid. The function is described by the Kanazawa–Gordon equation [60]:

∆ fdv = f0
3
2

√
ηl ·ρl

π·µq·ρq
(3)

where ηl and ρl are the viscosity and density of the liquid.
The device used for the measurements (SRS QCM200) detects and records resonance

motional resistance (R) as well. These data are related to the adsorbed layer’s mechanical
properties, such as the product of its density and viscosity, described by the Butterworth
equation [61,62]:

∆R =
n·ω·L

π

√
2·ω·ηl ·ρl

µq·ρq
(4)

where ω is the angular frequency and L is the inductance for the unperturbed (dry) resonator.
The QCM sensor crystal was enclosed in a flow cell, connected to a syringe pump applying

a liquid flow rate of 0.25 mL/min. Experiments were performed at (25.0 ± 0.1) ◦C. The crystal
had a resonant frequency of 5 MHz, while the diameter, the sensitivity factor (Cf) and the
inductance of the electrode were 14 mm, 56.6 (Hz·cm2)/µg and 0.03 H, respectively [63]. During
measurements, the resonance frequency (f ) and the motional resistance (R) of the sensor crystal
were recorded. For each system, measurements were performed at least in triplicate, and
sample-to-sample reproducibility was within 15%.

3.4. Fluorimetry

The fluorescence of native and amyloid protein solutions was studied in the presence
of ThT or ANS dyes. Fluorescence spectra were recorded using a VARIAN Cary Eclipse
(Agilent Technologies Inc., Santa Clara, CA, USA) fluorescence spectrophotometer (right-
angle geometry, 1 cm × 1 cm quartz cell). The temperature ((25.0 ± 0.1) ◦C) in the cuvette
was controlled by a Peltier-type thermostat.

The examined sample was diluted to 1 g/L concentration with buffer and 30 µL of
this solution was added to 3 mL 50 µM ThT solution, stirring intensively for a minute
before the measurement. The diluted dye solution was freshly prepared because of its light
sensitivity. The excitation wavelength was set at 440 nm (5 nm monochromator slit width).
The emission was recorded between 450–600 nm (10 nm monochromator slit width) with
an emission peak at 482 nm. Detector voltages were varied in the 600–800 V range. The
spectra were normalized with Raman-scattering spectra integrals of pure water, recorded
at the respective detector voltage (350 nm excitation, 360–420 nm emission)

The ANS dye test measurements were performed as described previously [42]. The
concentrations of the protein solutions were in the range of 5–0.5 g/L. To begin the test,
15 µL of ANS solution was added to 3 mL of protein solution. Following the mixing, the
sample was kept in the dark for 30 min at room temperature. An excitation wavelength of
380 nm was used for the samples with the wavelength of emission spectra in the 400–700 nm
range. Monochromator slit widths were set at 5 nm for both excitation and emission.
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The experiments were repeated twice, and the average was used in the calculation of
the increase in emission.

3.5. Zeta Potential Measurement

The electrophoretic mobility of the samples was determined by Zetasizer Nano Z
(Malvern Panalytical, Malvern, United Kingdom) apparatus at (25.0± 0.1) ◦C in 2 mM NaCl
solution medium to ensure a constant ionic strength. Results were collected in triplicate.
For calculating the zeta potential (ζ) from mobility values, Smoluchowski approximation
was applied.

3.6. Electronic Circular Dichroism Spectroscopy (ECD)

Far-UV ECD measurements were carried out on a Jasco J810 spectrophotometer
(JASCO Inc., Easton, PA, USA) in 1.0 mm quartz cuvette over the 185–260 nm wave-
length range. In the case of E5 miniprotein, 10-fold (0.056 g/L) diluted samples were
measured with ECD spectroscopy, while lysozyme and β-lactoglobulin samples were mea-
sured after diluting 8-fold (0.125 g/L)). Spectra were recorded with 50 nm/min scanning
speed, 1 nm bandwidth and 0.2 nm step resolution, with three scans averaged for each
spectrum. The temperature at the cuvette was controlled by a Peltier-type thermostat at
(25.0 ± 0.1) ◦C. The ratio of secondary structural elements of the measured proteins in their
native and amyloid state was determined from the measured ECD curves using the BeStSel
program [33].

3.7. Wettability Measurements

The water contact angle of the deposited layers was determined by an optical contour
analysis system (OCA15+, Dataphysics, Filderstadt, Germany). Measurements were per-
formed in a closed, water vapor-saturated, temperature-controlled chamber at (25.0 ± 0.1) ◦C.
The contact angle of a water droplet (5 µL) was determined on the untreated, cleaned gold
QCM sensor surface and the dried protein amyloid-covered surfaces after QCM measure-
ments. Maximum advancing (θA) and minimum receding (θR) angles were measured by
increasing and decreasing the volume of the drop using a motor-driven Hamilton syringe [64].
The SCA20 software was utilized to analyze the drop contours of the recorded images and
calculate the contact angle using the ellipse-fitting method. The measurements were carried
out in triplicates.

3.8. Atomic Force Microscopy (AFM)

Protein amyloid structure formation after the thermal treatment was also confirmed
by atomic force microscopy imaging. For this process, 50 µL of protein solution was
deposited onto a freshly cleaved mica surface. After 10 min adsorption time, the substrate
was gently rinsed in double distilled water and dried in vacuum before imaging in air at
room temperature.

Following the QCM adsorption experiments, the dried gold sensor surfaces were also
imaged with AFM.

Surface morphology was recorded with a FlexAFM microscope system (Nanosurf AG,
Liestal, Switzerland), operating in dynamic mode. Tap150GD-G cantilevers (BudgetSensors
Ltd., Sofia, Bulgaria) with a nominal tip radius of less than 10 nm were used for the
measurements. Images were recorded over 5 µm × 5 µm window areas at 10 randomly
selected locations with a resolution of 512 pixels/line.

Representative line profiles have been extracted from the images to characterize the
surface roughness of the samples.

4. Conclusions

Well-known proteins which can form amyloids under certain laboratory conditions
were selected for the experimental study using the in situ mass-sensitive analytical tech-
nique, QCM. The comparison of adhesive properties of native proteins and their amyloids
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led to the finding that both forms result in a tightly bound adsorption layer on the gold
surface. The results of QCM measurements are interpreted in the form of mass change,
separated from the contribution of the surface viscosity of the layer.

The adsorption process was studied as a function of pH, which permits the evalua-
tion of interactions involved in the binding and helps to shed some light on the surface
properties of amyloid fibrils formed from different proteins.

Overall, it can be stated that the electrostatic driving force is important during ad-
sorption; however, the zeta potential of the involved particles and that of the solid surface
alone is not sufficient to describe it. This can be explained by the heterogeneous surface
charge distribution of the proteins. This means that, depending on the orientation of the
proteins, attractive interactions can occur even when the net charge would exclude them.
Moreover, hydrophobic interactions can occur with apolar molecular segments turning
towards the surface.

The latter is more pronounced in the case of amyloids that form a loose, network-like
film with significant viscoelasticity and roughness in contrast with the rigid, even layer
of the native proteins. This structural difference is more distinct with bigger proteins that
form longer fibers, due to the preferred interactions between the surface and the exposed
hydrophobic domains.

These observations, although made in a laboratory environment, can provide some
contribution to the understanding of the formation of amyloid structures by aggregation.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/ijms232113219/s1.

Author Contributions: Conceptualization, investigation and writing—review and editing Á.Á.;
conceptualization, supervision and writing—original draft É.K.; investigation F.M., M.K. and N.T.;
validation G.G. All authors have read and agreed to the published version of the manuscript.

Funding: These studies were supported by grant (VEKOP-2.3.2-16-2017-00014, VEKOP-2.3.3-15-2017-
00020) from the European Union and the State of Hungary, co-financed by the European Regional
Development Fund. Project no. 2018-1.2.1-NKP-2018-00005 has been implemented with the support
provided from the National Research, Development and Innovation Fund of Hungary, financed under
the 2018-1.2.1-NKP funding scheme. This work was completed in the ELTE Thematic Excellence
Programme supported by the Hungarian Ministry for Innovation and Technology. Project number
RRF-2.3.1-21-2022-00015 is implemented with the support of the European Union’s Recovery and
Resilience Instrument. This work was supported by the Lendület (Momentum) Programme of the
Hungarian Academy of Sciences (Grant No. LP2021-4/2021).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest. The funders had no role in the design
of the study; in the collection, analyses, or interpretation of data; in the writing of the manuscript; or
in the decision to publish the results.

References
1. Nizhnikov, A.A.; Antonets, K.S.; Inge-Vechtomov, S.G. Amyloids: From Pathogenesis to Function. Biochemistry 2015, 80, 1127–1144.

[CrossRef] [PubMed]
2. Otzen, D.; Riek, R. Functional Amyloids. Cold Spring Harb. Perspect. Biol. 2019, 11, a033860. [CrossRef] [PubMed]
3. Shanmugam, N.; Baker, M.O.D.G.; Ball, S.R.; Steain, M.; Pham, C.L.L.; Sunde, M. Microbial Functional Amyloids Serve Diverse

Purposes for Structure, Adhesion and Defence. Biophys. Rev. 2019, 11, 287–302. [CrossRef] [PubMed]
4. Chen, D.; Li, J.; Pan, T.; Wu, R.; Tao, Y.; Lin, H. The Broad-spectrum Antibiofilm Activity of Amyloid-forming Hexapeptides.

Microb. Biotechnol. 2021, 14, 656–667. [CrossRef] [PubMed]
5. Sønderby, T.V.; Najarzadeh, Z.; Otzen, D.E. Functional Bacterial Amyloids: Understanding Fibrillation, Regulating Biofilm Fibril

Formation and Organizing Surface Assemblies. Molecules 2022, 27, 4080. [CrossRef]

https://www.mdpi.com/article/10.3390/ijms232113219/s1
https://www.mdpi.com/article/10.3390/ijms232113219/s1
http://doi.org/10.1134/S0006297915090047
http://www.ncbi.nlm.nih.gov/pubmed/26555466
http://doi.org/10.1101/cshperspect.a033860
http://www.ncbi.nlm.nih.gov/pubmed/31088827
http://doi.org/10.1007/s12551-019-00526-1
http://www.ncbi.nlm.nih.gov/pubmed/31049855
http://doi.org/10.1111/1751-7915.13721
http://www.ncbi.nlm.nih.gov/pubmed/33248016
http://doi.org/10.3390/molecules27134080


Int. J. Mol. Sci. 2022, 23, 13219 19 of 21

6. Maji, S.K.; Perrin, M.H.; Sawaya, M.R.; Jessberger, S.; Vadodaria, K.; Rissman, R.A.; Singru, P.S.; Nilsson, K.P.R.; Simon, R.;
Schubert, D.; et al. Functional Amyloids As Natural Storage of Peptide Hormones in Pituitary Secretory Granules. Science 2009,
325, 328–332. [CrossRef]

7. Taglialegna, A.; Lasa, I.; Valle, J. Amyloid Structures as Biofilm Matrix Scaffolds. J. Bacteriol. 2016, 198, 2579–2588. [CrossRef]
8. Piscitelli, A.; Cicatiello, P.; Gravagnuolo, A.M.; Sorrentino, I.; Pezzella, C.; Giardina, P. Applications of Functional Amyloids from

Fungi: Surface Modification by Class I Hydrophobins. Biomolecules 2017, 7, 45. [CrossRef]
9. Jackson, M.; Hewitt, E. Why Are Functional Amyloids Non-Toxic in Humans? Biomolecules 2017, 7, 71. [CrossRef]
10. Nirmalraj, P.N.; List, J.; Battacharya, S.; Howe, G.; Xu, L.; Thompson, D.; Mayer, M. Complete Aggregation Pathway of Amyloid

β (1-40) and (1-42) Resolved on an Atomically Clean Interface. Sci. Adv. 2020, 6, eaaz6014. [CrossRef]
11. Hedayati, M.; Krapf, D.; Kipper, M.J. Dynamics of Long-Term Protein Aggregation on Low-Fouling Surfaces. J. Colloid Interface

Sci. 2021, 589, 356–366. [CrossRef]
12. Rice, L.J.; Ecroyd, H.; van Oijen, A.M. Illuminating Amyloid Fibrils: Fluorescence-Based Single-Molecule Approaches. Comput.

Struct. Biotechnol. J. 2021, 19, 4711–4724. [CrossRef]
13. Gyulai, G.; Pénzes, C.B.; Mohai, M.; Lohner, T.; Petrik, P.; Kurunczi, S.; Kiss, É. Interfacial Properties of Hydrophilized Poly(Lactic-

Co-Glycolic Acid) Layers with Various Thicknesses. J. Colloid Interface Sci. 2011, 362, 600–606. [CrossRef]
14. Horvath, R.; Kobzi, B.; Keul, H.; Moeller, M.; Kiss, É. Molecular Interaction of a New Antibacterial Polymer with a Supported

Lipid Bilayer Measured by an in Situ Label-Free Optical Technique. Int. J. Mol. Sci. 2013, 14, 9722–9736. [CrossRef]
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19. Migoń, D.; Wasilewski, T.; Suchy, D. Application of QCM in Peptide and Protein-Based Drug Product Development. Molecules
2020, 25, 3950. [CrossRef]

20. Matsumoto, T.; Tashiro, Y.; Komasa, S.; Miyake, A.; Komasa, Y.; Okazaki, J. Effects of Surface Modification on Adsorption Behavior
of Cell and Protein on Titanium Surface by Using Quartz Crystal Microbalance System. Materials 2020, 14, 97. [CrossRef]

21. Dutta, A.K.; Nayak, A.; Belfort, G. Viscoelastic Properties of Adsorbed and Cross-Linked Polypeptide and Protein Layers at a
Solid–Liquid Interface. J. Colloid Interface Sci. 2008, 324, 55–60. [CrossRef] [PubMed]

22. Hedin, J.; Löfroth, J.-E.; Nydén, M. Adsorption Behavior and Cross-Linking of EHEC and HM-EHEC at Hydrophilic and
Hydrophobic Modified Surfaces Monitored by SPR and QCM-D. Langmuir 2007, 23, 6148–6155. [CrossRef] [PubMed]

23. Clegg, J.R.; Ludolph, C.M.; Peppas, N.A. QCM-D Assay for Quantifying the Swelling, Biodegradation, and Protein Adsorption of
Intelligent Nanogels. J. Appl. Polym. Sci. 2020, 137, 48655. [CrossRef] [PubMed]

24. Hollingsworth, N.; Larson, R.G. Hysteretic Swelling/Deswelling of Polyelectrolyte Brushes and Bilayer Films in Response to
Changes in PH and Salt Concentration. Polymers 2021, 13, 812. [CrossRef] [PubMed]

25. Ábrahám, Á.; Katona, M.; Kasza, G.; Kiss, É. Amphiphilic Polymer Layer—Model Cell Membrane Interaction Studied by QCM
and AFM. Eur. Polym. J. 2017, 93, 212–221. [CrossRef]

26. Willes, K.L.; Genchev, J.R.; Paxton, W.F. Hybrid Lipid-Polymer Bilayers: PH-Mediated Interactions between Hybrid Vesicles and
Glass. Polymers 2020, 12, 745. [CrossRef]

27. Wang, Y.-Q.; Buell, A.K.; Wang, X.-Y.; Welland, M.E.; Dobson, C.M.; Knowles, T.P.J.; Perrett, S. Relationship between Prion
Propensity and the Rates of Individual Molecular Steps of Fibril Assembly. J. Biol. Chem. 2011, 286, 12101–12107. [CrossRef]

28. Hovgaard, M.B.; Dong, M.; Otzen, D.E.; Besenbacher, F. Quartz Crystal Microbalance Studies of Multilayer Glucagon Fibrillation
at the Solid-Liquid Interface. Biophys. J. 2007, 93, 2162–2169. [CrossRef]

29. Buell, A.K.; Dobson, C.M.; Knowles, T.P.J.; Welland, M.E. Interactions between Amyloidophilic Dyes and Their Relevance to
Studies of Amyloid Inhibitors. Biophys. J. 2010, 99, 3492–3497. [CrossRef]

30. Wang, J.; Feng, Y.; Tian, X.; Li, C.; Liu, L. Disassembling and Degradation of Amyloid Protein Aggregates Based on Gold
Nanoparticle-Modified g-C3N4. Colloids Surf. B Biointerfaces 2020, 192, 111051. [CrossRef]

31. Hwang, S.S.; Chan, H.; Sorci, M.; van Deventer, J.; Wittrup, D.; Belfort, G.; Walt, D. Detection of Amyloid β Oligomers toward
Early Diagnosis of Alzheimer’s Disease. Anal. Biochem. 2019, 566, 40–45. [CrossRef]

32. Jamerlan, A.; An, S.S.A.; Hulme, J. Advances in Amyloid Beta Oligomer Detection Applications in Alzheimer’s Disease. TrAC
Trends Anal. Chem. 2020, 129, 115919. [CrossRef]

33. Micsonai, A.; Wien, F.; Kernya, L.; Lee, Y.-H.; Goto, Y.; Réfrégiers, M.; Kardos, J. Accurate Secondary Structure Prediction and
Fold Recognition for Circular Dichroism Spectroscopy. Proc. Natl. Acad. Sci. USA 2015, 112, E3095–E3103. [CrossRef]

34. Lara, C.; Adamcik, J.; Jordens, S.; Mezzenga, R. General Self-Assembly Mechanism Converting Hydrolyzed Globular Proteins
Into Giant Multistranded Amyloid Ribbons. Biomacromolecules 2011, 12, 1868–1875. [CrossRef] [PubMed]

http://doi.org/10.1126/science.1173155
http://doi.org/10.1128/JB.00122-16
http://doi.org/10.3390/biom7030045
http://doi.org/10.3390/biom7040071
http://doi.org/10.1126/sciadv.aaz6014
http://doi.org/10.1016/j.jcis.2021.01.001
http://doi.org/10.1016/j.csbj.2021.08.017
http://doi.org/10.1016/j.jcis.2011.06.055
http://doi.org/10.3390/ijms14059722
http://doi.org/10.3390/photonics6030076
http://doi.org/10.1021/acs.biomac.9b00069
http://doi.org/10.1016/j.apsusc.2019.144991
http://doi.org/10.1021/acs.langmuir.7b03626
http://doi.org/10.3390/molecules25173950
http://doi.org/10.3390/ma14010097
http://doi.org/10.1016/j.jcis.2008.04.065
http://www.ncbi.nlm.nih.gov/pubmed/18508070
http://doi.org/10.1021/la063406j
http://www.ncbi.nlm.nih.gov/pubmed/17451254
http://doi.org/10.1002/app.48655
http://www.ncbi.nlm.nih.gov/pubmed/34732941
http://doi.org/10.3390/polym13050812
http://www.ncbi.nlm.nih.gov/pubmed/33800938
http://doi.org/10.1016/j.eurpolymj.2017.05.047
http://doi.org/10.3390/polym12040745
http://doi.org/10.1074/jbc.M110.208934
http://doi.org/10.1529/biophysj.107.109686
http://doi.org/10.1016/j.bpj.2010.08.074
http://doi.org/10.1016/j.colsurfb.2020.111051
http://doi.org/10.1016/j.ab.2018.09.011
http://doi.org/10.1016/j.trac.2020.115919
http://doi.org/10.1073/pnas.1500851112
http://doi.org/10.1021/bm200216u
http://www.ncbi.nlm.nih.gov/pubmed/21466236


Int. J. Mol. Sci. 2022, 23, 13219 20 of 21

35. Hettiarachchi, C.A.; Melton, L.D.; Gerrard, J.A.; Loveday, S.M. Formation of β-Lactoglobulin Nanofibrils by Microwave Heating
Gives a Peptide Composition Different from Conventional Heating. Biomacromolecules 2012, 13, 2868–2880. [CrossRef]

36. Rovó, P.; Farkas, V.; Stráner, P.; Szabó, M.; Jermendy, Á.; Hegyi, O.; Tóth, G.K.; Perczel, A. Rational Design of α-Helix-Stabilized
Exendin-4 Analogues. Biochemistry 2014, 53, 3540–3552. [CrossRef]

37. Taricska, N.; Horváth, D.; Menyhárd, D.K.; Ákontz-Kiss, H.; Noji, M.; So, M.; Goto, Y.; Fujiwara, T.; Perczel, A. The Route from
the Folded to the Amyloid State: Exploring the Potential Energy Surface of a Drug-Like Miniprotein. Chem.–A Eur. J. 2020, 26,
1968–1978. [CrossRef] [PubMed]

38. Biancalana, M.; Koide, S. Molecular Mechanism of Thioflavin-T Binding to Amyloid Fibrils. Biochim. Biophys. Acta (BBA)-Proteins
Proteom. 2010, 1804, 1405–1412. [CrossRef]

39. Dzwolak, W.; Pecul, M. Chiral Bias of Amyloid Fibrils Revealed by the Twisted Conformation of Thioflavin T: An Induced
Circular Dichroism/DFT Study. FEBS Lett. 2005, 579, 6601–6603. [CrossRef]

40. Stsiapura, V.I.; Maskevich, A.A.; Kuzmitsky, V.A.; Turoverov, K.K.; Kuznetsova, I.M. Computational Study of Thioflavin T
Torsional Relaxation in the Excited State. J. Phys. Chem. A 2007, 111, 4829–4835. [CrossRef]

41. Voropai, E.S.; Samtsov, M.P.; Kaplevskii, K.N.; Maskevich, A.A.; Stepuro, V.I.; Povarova, O.I.; Kuznetsova, I.M.; Turoverov, K.K.;
Fink, A.L.; Uverskii, V.N. Spectral Properties of Thioflavin T and Its Complexes with Amyloid Fibrils. J. Appl. Spectrosc. 2003, 70,
868–874. [CrossRef]

42. Jin, L.; Gao, W.; Liu, C.; Zhang, N.; Mukherjee, S.; Zhang, R.; Dong, H.; Bhunia, A.; Bednarikova, Z.; Gazova, Z.; et al. Investigating
the Inhibitory Effects of Entacapone on Amyloid Fibril Formation of Human Lysozyme. Int. J. Biol. Macromol. 2020, 161, 1393–1404.
[CrossRef] [PubMed]

43. Younan, N.D.; Viles, J.H. A Comparison of Three Fluorophores for the Detection of Amyloid Fibers and Prefibrillar Oligomeric
Assemblies. ThT (Thioflavin T); ANS (1-Anilinonaphthalene-8-Sulfonic Acid); and BisANS (4,4′-Dianilino-1,1′-Binaphthyl-5,5′-
Disulfonic Acid). Biochemistry 2015, 54, 4297–4306. [CrossRef]

44. Haskard, C.A.; Li-Chan, E.C.Y. Hydrophobicity of Bovine Serum Albumin and Ovalbumin Determined Using Uncharged
(PRODAN) and Anionic (ANS-) Fluorescent Probes. J. Agric. Food Chem. 1998, 46, 2671–2677. [CrossRef]

45. Zhao, G.; London, E. An Amino Acid “Transmembrane Tendency” Scale That Approaches the Theoretical Limit to Accuracy for
Prediction of Transmembrane Helices: Relationship to Biological Hydrophobicity. Protein Sci. 2006, 15, 1987–2001. [CrossRef]

46. Protein Data Bank E5. Available online: https://www.rcsb.org/sequence/2MJ9 (accessed on 3 October 2022).
47. Komorek, P.; Martin, E.; Jachimska, B. Adsorption and Conformation Behavior of Lysozyme on a Gold Surface Determined by

QCM-D, MP-SPR, and FTIR. Int. J. Mol. Sci. 2021, 22, 1322. [CrossRef]
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of Antitubercular Drug Candidates—Model Membrane and in Vitro Studies. Colloids Surf. B Biointerfaces 2016, 147, 106–115.
[CrossRef]

63. Stanford Research Systems Inc. SRS QCM200 Operation and Service Manual; Stanford Research Systems Inc.: Sunnyvale, CA,
USA, 2004.

64. Nánási, D.E.; Kunfi, A.; Ábrahám, Á.; Mayer, P.J.; Mihály, J.; Samu, G.F.; Kiss, É.; Mohai, M.; London, G. Construction and
Properties of Donor–Acceptor Stenhouse Adducts on Gold Surfaces. Langmuir 2021, 37, 3057–3066. [CrossRef]

http://doi.org/10.1016/j.colsurfb.2016.07.054
http://doi.org/10.1021/acs.langmuir.0c03275

	Introduction 
	Results and Discussion 
	Characterization of the Amyloid Formation 
	Electronic Circular Dichroism Spectroscopy (ECD) Studies of the Protein Structure 
	Thioflavin T (ThT) Fluorescence Test 
	8-Anilino-1-Naphthalenesulfonic Acid (ANS) Fluorescence Test 
	Atomic Force Microscopy (AFM) of Amyloid Fibers 
	Zeta Potential 

	Protein Adsorption on Gold Surface 
	Quartz Crystal Microbalance (QCM) Studies of Adsorption 
	Wettability of the Adsorbed Surfaces 
	AFM Investigation of the Adsorbed Surfaces 


	Materials and Methods 
	Materials 
	Preparation of Amyloids 
	Quartz Crystal Microbalance (QCM) 
	Fluorimetry 
	Zeta Potential Measurement 
	Electronic Circular Dichroism Spectroscopy (ECD) 
	Wettability Measurements 
	Atomic Force Microscopy (AFM) 

	Conclusions 
	References

